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 The inclusion of antibiotics in clinical practice was considered one of the most beneficial 
methods in the fight against infectious diseases. The incorporation of antibiotics into 
clinical practice has saved the lives of many patients. At the same time, the ability of 
bacteria of the same species to survive at concentrations of antibiotics that inhibit or kill 
other bacteria has created the bacterial resistance to antibiotics, called the antibiotic's 
ability to survive. Resistant bacteria are more advantageous than non-resistant bacteria, 
and only the presence of resistant bacteria is detected in the antibiotic containing 
environment over time. In this proceeding review we will be discussing the antibiotic 
resistance and its possible effects on the public health systems. 

 
 
 
 
 

Introduction  
 

The increase in antibiotic resistance, which causes hundreds of thousands of deaths in a year, has been 
identified as a global health threat [1]. In addition, according to a recent report, it is estimated that antibiotic 
resistance will cause approximately 300 million premature deaths by 2050 and cause serious damage to the 
economy [2, 3]. This situation leads to the emergence of almost incurable infections by destroying the large areas 
of treatment of antibiotics, resulting in the absence of a reliable and different option in the treatment of infected 
patients. Many antimicrobial compounds are produced naturally, and the survival mechanisms of bacteria living 
with these compounds have developed. These organisms are called "self-resistant" because they are resistant to 
too many antimicrobials. Another resistance is the term "acquired" resistance to a population of bacteria sensitive 
to the antimicrobial compound in clinical settings [4]. 
 
 

Results  
 

From an evolutionary perspective, bacteria use two important genetic methods to resist antibiotic attacks. The 
first of these is called antibiotic resistance caused by mutations and the other is called horizontal gene transfer [5]. 
Mutation resistance develop when antibiotics are given to a population of bacteria that are not resistant to the 
antibiotic over time mutations occur in some of the genes where the antibiotic exerts its effect [6]. In antibiotic 
containing environment, antibiotic-resistant bacteria became more dominant than non-resistant ones, leading to 
the extinction of non-resistant bacteria. These mutations in genes have enabled bacteria to develop resistance to 
antibiotics [7]. 

It should not be overlooked that with the emergence of resistance to all antibiotics used in clinical methods, 
the possibility of developing resistance to a new antibiotic in the future is high. In clinical practice, antibiotics are 
used primarily to prevent the spread of infection rather than to combat bacterial infection [8]. If antibiotic use is 
compromised, there are not many options for an infected patient other than palliative care. As another way, 
bacterial infections can be avoided and it is thought that different methods can be developed apart from the use of 
prophylactic antibiotics. 
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Creating a new antibiotic is extremely costly. Discovery of a new antibiotic in clinical practice is a constantly 
demanded situation. The reason for this is that it is thought that the effects of current methods will be lost. The 
use of all antibiotics should be clinically minimized so that resistance formation does not progress so rapidly [9]. 
 
 

Discussion 
 

In summary, procedures should be established to reduce the effects of antibiotic-resistant bacteria arising from 
the use of antibiotics. Places where antibiotics are frequently used in clinical settings should be made hygienic and 
should be going regularly through infection control systems.  

If the use of antibiotics becomes endangered, it will be impossible to offer aseptic conditions for long-term 
recovery times. A different prophylactic procedure will be required for major surgical procedures. Another 
method that can be developed is the production of vaccines that will protect against the most common nosocomial 
infections. Resistant bacterial species pose a global problem as they can spread very quickly throughout the world. 
Trainings should be applied under the name of raising awareness about this important problem. 
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